
http://creativecommons.org/licenses/by-nc/4.0/






http://mbe.oxfordjournals.org/lookup/suppl/doi:10.1093/molbev/msv250/-/DC1
http://mbe.oxfordjournals.org/lookup/suppl/doi:10.1093/molbev/msv250/-/DC1
http://mbe.oxfordjournals.org/lookup/suppl/doi:10.1093/molbev/msv250/-/DC1


known as UCLN) relaxed clock model (Drummond et al.
2006). However, it has been shown that autocorrelated rate
models, such as the autocorrelated log-normal model (LN;
Thorne et al. 1998), generally offer a better fit, especially
with large data sets above the species level (Lepage et al.
2007; Rehm et al. 2011). We thus compared the fit of the
UGAM and LN models with a strict molecular clock (CL)
model using cross-validation tests. The latter showed that
the relaxed clock models both largely outperform the strict
clock model (UGAM vs. CL: 14.42� 9.12; LN vs. CL:
18.47� 4.86), and among relaxed clock models, LN fits our
data better than UGAM (LN vs. UGAM: 4.05� 7.87).
Accordingly, we present and discuss the divergence times
obtained with the autocorrelated LN relaxed clock model
(fig. 2 and table 2).
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extinction of the largest forms at the terminus of the
Pleistocene (Lyons et al. 2004), a very recent event that is
hardly detectable with current methods of macroevolution-
ary analyses. This effect is especially resonant for Pilosa in
which the successful northern emigrants such as giant
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